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GENETIC DIVERSITY/INDIGENOUS PIGS/CYTOCHROME B

The aim of this study was to find genetic diversity of indigenous pigs in
northeast Thailand, i.e. Loei, Sakon Nakhon, Nakhon Phanom, Mukdahan, Si Saket
and Surin provinces, by analyzing cytochrome b base sequences and used the data to
construct a phylogenetic tree of indigenous and Large White, Duroc, Meishan and
Landrace pigs. In addition, recognition sites of restriction enzyme on cytochrome b
base sequences for PCR-RFLP method were also studied.

This study found that 100 hair root samples were suitable for DNA extraction
and polymerase chain reaction analysis of cytochrome b gene in mtDNA, same as
200 hair root samples and blood samples. One-hundred hair root samples kept for 96
hr at room temperature were still suitable for DNA extraction and polymerase chain
reaction analysis of cytochrome b gene in mtDNA. The morphology alone was unable
to identify genetic diversity of indigenous pigs in the northeast. However, nucleotide
sequences of mtDNA cytochrome b gene were able to be used for determining the

genetic diversity into 9 haplotypes from 43 variable positions. It was found that Large
White, Duroc, Meishan and Landrace pigs had genetic relationship with indigenous

pigs in northeast Thailand. Recognition site of restriction enzyme on cytochrome b



was found to be able to be used for separating H1, H5, H6, H7, H8 and H9 haplotypes,

but not H2, H3 and H4 haplotypes.
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