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Corynebacterium glutamicum, a thermotolerant bacterium with an ability to
produce high level of L-glutamic acid, was isolated from soil and soil contaminated
with avian feces collected from Roi-Et, Thailand. As a result, we obtained PP25,
PP29, and PP80 strains which were identified as C. glutamicum based on 16S rRNA
gene analysis. The results revealed that 16S rDNA sequences of PP25, PP29, and
PP80 were closely related to C. glutamicum KY9002 with 99% similarity.

The PP25, PP29, and PP80 were able to grow at a temperature range from 30-
40°C. The optimum temperature range for L-glutamic acid production of these strains
was at 38-38.5°C which was not an appropriate fermentation condition for the typical
strain. The ability to ferment L-glutamic acid at an elevated temperature of PP25,
PP29, and PP80 suggested that genomic profiles for thermal tolerance and glutamate
productivity of these strains probably evolved spontaneously in nature.

The evolutionary of 16S rRNA gene profiles of PP25, PP29, and PP80 were

determined by phylogenetic tree analysis. The results showed that PP25, PP29 and



PP80 were phylogenetically distinct from the C. glutamicum KY9002. The results

suggested that PP25 diverged from a common ancestor of PP29 and PP80.
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