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Opisthorchis viverrini, a liver fluke endemic in several Southeast Asian
countries and worldwide, poses a significant public health risk due to its association
with cholangiocarcinoma. Accurate and early detection is critical for effective disease
controlling, while microscopy remains a conventional diagnostic tool, its sensitivity is
often compromised, especially in low-intensity infections. The present study aimed to
determine O. viverrini eggs through fecal samples using formalin-ethyl acetate
concentration technique (FECT) and internal transcribed spacer 2 (ITS2) gene-based
polymerase chain reaction (PCR), and restriction enzyme Faul to discriminate the liver
fluke-like eggs and cytochrome c oxidase subunit 1 (COX1), NADH nicotinamide
adenine dinucleotide subunit 1 (NAD1) gene mtDNA for genetic sub-type isolation.

Associated prevalence of O. viverrini infection was examined within bivariate
and multivariate analyses using SPSS version 23.0 software program. Results showed
that the infection rate of intestinal parasites was 15.91% (n=377) based on FECT.
Among intestinal parasites, O. viverrini showed higher frequency (5.57%), followed by
Hookworm (4.24%), Entamoeba coli (3.97%), Ascaris lumbricoides (1.06%),
Hymenolepis nana (1.06%), Taenia spp. (0.53%), and Trichuris trichiura (0.53%).
Meanwhile, O. viverrini positive cases were found to be higher by PCR (6.89%) than by
FECT. Both parasitological and molecular methods were analyzed. Infections of O.
viverrini were found to be higher in men (8.92%) than in women (5.45%), and to be
associated more frequently with younger age groups (13.40%), illiteracy (8.74%),
participation in other careers (non-specific occupations) (11.63%), and residence in the

Trapaing Srae village (9.94%) of the Snuol district, Kratie Province. Age groups under 20



years old were significantly linked with O. viverrini infection, with adjusted OR=0.601,
95% (1=0.410-0.882, p=0.009 and significant value established at (P<0.05).
Furthermore, there is no O. viverrini of Snuol Kratie grouping in the same
reference cluster as the commonly found O. viverrini, indicating that the O. viverrini in
this area of Kratie Province is clearly distinct from common O. viverrini found
throughout Southeast Asia, including northeastern Thailand, Lao PDR, Vietnam, and
Cambodia. Molecular methods, particularly PCR, demonstrates that higher sensitivity
in detecting O. viverrini-like eggs in fecal specimens compared to traditional
microscopy. Given the public health implications of O. viverrini infection in Cambodia,
there is a pressing need to adopt and integrate molecular diagnosis into the routine
screening process, especially in high-risk areas to ensure more accurate epidemiological
data and better-targeted interventions. Therefore, O. viverrini is distributed in rural
areas near freshwater reservoirs, where active surveillance, clinical examination related

hepatobiliary, and cholangiocarcinoma and health education are needed.
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